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Intra-Platform Repeatability and inter-Platform
Comparability of MicroRNA Microarray Technology

F. Sato et. Al PlosOne

May 2009 | Volume 4 | Issue 5 | e5540

Abstract

Over the last decade, DNA microarray technology has provided a great contribution to the life sciences. The MicroArray
Quality Control (MAQC) project demonstrated the way to analyze the expression microarray. Recently, microarray
technology has been utilized to analyze a comprehensive microRNA expression profiling. Curmrently, several platforms of
microRNA microarray chips are commercially available. Thus, we compared repeatability and comparability of five different
microRNA microarray platforms (Agilent, Ambion, Exigon, Invitrogen and Toray) using 309 microRNAs probes, and the
Tagman microRNA system using 142 microRNA probes. This study demonstrated that microRNA microarray has high intra-
platform repeatability and comparability to quantitative RT-PCR of microRNA. Among the five platforms, Agilent and Toray
array showed relatively better performances than the others. However, the current lineup of commercially available
microRNA microarray systems fails to show good inter-platform concordance, probably because of lack of an adequate
normalization method and severe divergence in stringency of detection call criteria between different platforms. This study
provided the basic information about the performance and the problems specific to the current microRNA microarray
systems.
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